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FIG. 1 



ATGAATCCATTTCATGCATCTTGTTGGAACACCTCTGCCGAACTTTTAAACAAATCCTGG 
AATAAAGAGTTTGCTTATCAAACTGCCAGTGTGGTAGATACAGTCATCCTCCCTTCCATG 
ATTGGGATTATCTGTTCAACAGGGCTGGTTGGCAACATCCTCATTGTATTCACTATAATA 
AGATCGAGGAAAAAAACAGTCCCTGACATCTATATCTGCAACCTGGCTGTGGCTGATTTG 
GTCCACATAGTTGGAATGCCTTTTCTTATTCACCAATGGGCCCGAGGGGGAGAGTGGGTG 
TTTGGGGGGCCTCTCTGCACCATCATCACATCCCTGGATACTTGTAACCAATTTGCCTGT 
AGTGCCATCATGACTGTAATGAGTGTGGACAGGTACTTTGCCCTCGTCCAACCATTTCGA 
CTGACACGTTGGAGAACAAGGTACAAGACCATCCGGATCAATTTGGGCCTTTGGGCAGCT 
TCCTTTATCCTGGCATTGCCTGTCTGGGTCTACTCGAAGGTCATCAAATTTAAAGACGGT 
GTTGAGAGTTGTGCTTTTGATTTGACATCCCCTGACGATGTACTCTGGTATACACTTTAT 
TTGACGATAACAACTTTTTTTTTCCCTCTACCCTTGATTTTGGTGTGCTATATTTTAATT 
TTATGCTATACTTGGGAGATGTATCAACAGAATAAGGATGCCAGATGCTGCAATCCCAGT 
GTACCAAAACAGAGAGTGATGAAGTTGACAAAGATGGTGCTGGTGCTGGTGGTAGTCTTT 
ATCCTGAGTGCTGCCCCTTATCATGTGATACAACTGGTGAACTTACAGATGGAACAGCCC 
ACACTGGCCTTCTATGTGGGTTATTACCTCTCCATCTGTCTCAGCTATGCCAGCAGCAGC 
ATTAACCCTTTTCTCTACATCCTGCTGAGTGGAAATTTCCAGAAACGTCTGCCTCAAATC 
CAAAGAAGAGCGACTGAGAAGGAAATCAACAATATGGGAAACACTCTGAAATCACACTTT 
TAG 



FIG. 2 

MNPFHASCWNTSAELLNKSWNKEFAYQTASWDTVILPSMIGIICSTGLVGNILIVFTII 
RSRKKTVPDIYICNIiAVADLVHIVGMPFLIHQWARGGEWVFGGPLCTIITSLDTCNQFAC 
S A I MTVMS VDR YFALVQ P FRLTRWRTR YKT I R I NLGLWAAS F I LAL P VWVYSKVI KFKDG 
VESCAFDLTSPDDVLWYTLYLTITTFFFPLPLILVCYILILCYTWEMYQQNKDARCCNPS 
VPKQRVMKLTKMVLVLVWFILSAAPYHVIQLWLQMEQPTLAFWGYYLSICLSYASSS 
INPFLYILLSGNFQKRLPQIQRRATEKEINNMGNTLKSHF 



FIG. 3 

CTTCCGTCAGCTGGGACCCGCTGAGAGCCGTTTTTGGTCACGCGCGCTTAGCGGATAGA 

CCTGCAGTCCCGCAGAGAGGAAGGGCGCCCGGGCTGTCCGCCGCGCGGGGAGGACGCGAG 

CACCCAGGTGACGTCCCGCGGGCCGCCGCGCGAGGGCCGGGCTCTGGCGTGGGCGCGCCC 

CAGGGCCCGTGGGCTGCGCGCCCGGGAAGGTCTGGCGCCTGGTCCACCAGTCGCCCCTCC 

CCGGGGCTGGCTCGCCGGTAGTGTCTGATTGCTGGGGGATCCCCCTCCATCCCCAGAAGG 

TACAAAGTTTGGCTCTGTGGAGGCACCTACGAGACGGAGCGGGGCGGGTGGGTGGCCGGC 

TGGTTTCACACTCGGCAAAGAAAATGGAAAGACAGGTGGGAAAAGAAAAAGGGAGTGGCT 

TTCCGGGAAGCAGCGGCCCCGACCGAGACCGCTGGAGCGCGCCGGGCTAGTTCATCCCGG 

CTCTCCATGGGGACTAAAGAGGCTGAACTGAAGTGGCGAAGCTTTAATCCCTGGAAAGTC 

ACGAACA 
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FIG. 4 

GAAAGTACATGGATCACCATGAGTCTAGACATGATTGTCTATCTTACTGGTATTATTAGA 
AAGGGCAGGTGTACCGATATGTTTATGCCCATTCTTCTTGTGTACTTGTGACTCTTAGCA 
GCATGGAAGAGAAGTGTAACCATGCAAATACAATGAGCTTAATATGCTAACTTTAGCAAG 
ATGTAAAATGTTGATCTATATTGTGGGTAGGGAATGGGATAGTCTGAGATACCCAGGCTT 
CATGATGGTGTATATTATTTCAGCATATTATAAACTAGTCACTAATGAAAATGGCCATCC 
ATGACCATTGACTCAAAACTCACCAAGGAACCTGACCTTGCCCTCCACACTGTGGCCTCA 
CTGTAACAGTTTCCTCAAGGTTCCTAGGAGGGTATCACCTTAGAGTGAAGTCTAAAATTT 
GGCTATTTTTTATCTATAAAAAATGTCAGTTTTATATGGTCCAATACTAATACCCTCAAC 
AACTAAGCCCCACCTTTTAGAATAAGTTACCATTTATTGCACACATGCAATGTGTAAGAT 
TACATGTAACAAACCTGTGAAATAAGTATTATTACCTTTGTTTGCTAAGGCTCAGAAAGG 
AGAAATGATAGGCCTAATGCTGCAACAGCTATCTAAGAGCTGAGCTAACATTCAGCTCTG 
CCTGTTTCTTTTCTACTGCACGACCTTGACAACCTTTACTTATCATACTGGAGAACCCAG 
TAACTTGGAGTTTCTTTTGCTTTCTCCTGTAGCCCTACAAGAGGAGAACTAAAGTCTGAT 
AGAAATGAGTTGATGTTTTAAGCATCATTTTGGATTATCTTTGTTCTCACACCTGCTAAC 
TGTAGAAACTGGCATCTGCACTTTAATAATAATACTTTACTTCTGGACTTTAAGCATAAT 
TAGGAAACATTCCTGGCCGGGTGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGG 
TGGAGGCAGGTGGATCACAAAGTCAGAAGTTCAAGACCAGTCTGGCCAACATAGTGAGAC 
CCTGTCTACTAAAAATAAAAAAAGATTAGCCGAGCATGGTGGTGTGTGCCTGTAGTCCCA 
GCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTACAGTGA 
GCCGAGATCACGCCACTGCACTCCAGCTTGGGCAATAGAGTGAGACGTCATCTCAAAAAA 
AAAAAACAAAACAAACAAAAAAAAAACAAGAAAGATTCCCTTTT 

TTTGTTCTAAGGTACAAAAAGTAATTAGCCCTTAAATTTTCATAGGTATTCATTATATCT 
ATCTTTCCTCTTTAGACTTATATATAGTTAGGAAAGGAAACAATGCATTTAATGCCTGTG 
TTCTACACTAAGACAAATATTGTTATTTTTGCTTGTGGATAAAGTCTGTAAACCCACCTT 
CTTCATCTAAATACATTAAATTTGTTTTCTCCGTAAACATCTGAAACCAATTTTCAACCA 
GCCCCTTCTAGAAAAAGAGTTAACCATTTTTATATCTGATCTCCATTTTTATATTTCAAT 
TGTGTTTGGATAAACTTGTATTTGAATCAACCCAGACGTGATTTTTAACCCTATTTATTT 
TACTCTAGAATTTTTAGGCACCATTTCAGAACTGGATAGTATCTAAATGCATATCTGGAT 
GAATGGTTCTGTAAACCACATGAGAACTACACACTGAGACAGGTAGCATCTGAAACATTT 
TATTTCCATAGCTGAGGTCTAGAGACCTACATATGCAGCTGGATGCTCCTATAAAACGTC 
AATAAGAAGCTGTGTCATGGCCACAGTTTCAGGGGTCTTCATTCTCACTTTTCTAAGATG 
CAACAGTCCGGGCTCAGTGAATAATATTGACTTCT 

ACATCTTATTATGTGATAATTGAAGAGCAATTGCTTACTTTCATTGTTTTTTTAATACAG 
AAAAATATTATGATTTTAAAGACTTAGCTTTAAACCACAGACCTTTTTCTAGTAGCAGTC 
CCAATAGTCCTCAAATAATTGGCCAGTGAATTATTTTAAATTATATTTACTAAGAGTTGT 
AAGGAGCTTTATTTAGCATTTAATCAAAGTAGAAAATAAAAAGGGTGATTAATAAATTTA 
TTTTTGTCCCTTTATATAGCGTTTCTATGCATAAGCATATTTATATGCAGATTTACAGAG 
GTGATTTGATAGAGATTCTTTGTGTGTTTTCTATGTTTGGCCATGATATGTATACATGTT 
TACTTTCAAATGAAGTTAATAATGATACTTGGGTATTTGTCACTCAGTCAAATAATAATC 
GTATCCTTATTCTATTCTTATTCAATTCTAGGTGCCTCATTTAAACTTTGATCTCAATTA 
ATAAAAATGAATGAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 
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FIG. 5 



1 MNPFHASCWN TSAELLNKSW NKE FAYQTAS WDTVILPS M IGIICSTGLV 

51 GNILIVFTII RSRKKTVPD I YICNLAVADL VHIVGMPFLI HQWARGGEWV 

101 FGGP LCTI IT S LDTCNQF AC SAIMTVMSV D RYFALVQPFR LTRWRTRYKT 

151 IRINLGLWAA SFILALPVWV Y SKVI KFKDG VESCAFDLTS PDDVLWYTLY 

2 01 LTITTFFFPL PLILVCYILI LCYTWEMYQQ NKDARCCNPS VPKQRVMKLT 

251 KMVLVLVWF ILSAAPYHVI QLVNLQMEQP T LAFYVGYYL SICLSYASSS 

301 INPFLYILL S GNFQKRLPQI QRRATEKEIN NMGNTLKSHF 
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FIG. 6A 
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FIG. 6B 
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FIG. 6C 
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FIG. 6D 
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FIG- 6E 
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FIG. 9 



CHO NFA«Cre.005 




FIG. 10 

CHO NIC BNW9 Flag .011 
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FIG. 11 

a. CHO-NFAT/CRE (Bright Field vs. Fluorescent Image ) 




CHO-NFAT/CRE HGPRBMY9 (Bright Field vs. Fluorescent Image ) 
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FIG. 12 

CHO-NFAT/CRE b. CHO-NFAT/CRE + P/T/F 




CHO-NFAT/CRE oGPCR-Intermediate d. CHO-NFAT/CRE oGPCR High 
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FIG- 15 



Relative expression of BMY9 
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